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W 213 Artificial or Unknown found in <213> in SEQ ID (3) 

W 213 Artificial or Unknown found in <213> in SEQ ID (4) 

W 213 Artificial or Unknown found in <213> in SEQ ID (5) 

W 213 Artificial or Unknown found in <213> in SEQ ID (6) 

W 213 Artificial or Unknown found in <213> in SEQ ID (7) 

W 213 Artificial or Unknown found in <213> in SEQ ID (8) 

W 213 Artificial or Unknown found in <213> in SEQ ID (9) 

W 213 Artificial or Unknown found in <213> in SEQ ID (10) 

W 213 Artificial or Unknown found in <213> in SEQ ID (11) 



SEQUENCE LISTING 



<110> Kureha Chemical Industry Company Limited 
MUKAIDA, Naofumi 
FUJII, Chifumi 

<120> Polypeptide associated with hepatocellular carcinoma, polynucleotide encoding the 
polypeptide and RNA molecule supressing the polypeptide expression 

<130> 0701011WO1 

<140> 10567681 
<141> 2007-10-29 

<150> PCTJP0 4/1166 9 
<151> 2003-08-11 

<160> 11 

<170> Patentin version 3.1 

<210> 1 

<211> 326 

<212> PRT 

<213> Homo sapiens 

<400> 1 

Met Leu Leu Ser Lys Phe Gly Ser Leu Ala His Leu Cys Gly Pro Gly 
15 10 15 

Gly Val Asp His Leu Pro Val Lys lie Leu Gin Pro Ala Lys Ala Asp 
20 25 30 



Lys Glu Ser Phe Glu Lys Ala Tyr Gin Val Gly Ala Val Leu Gly Ser 



35 



40 



45 



Gly Gly Phe Gly Thr Val Tyr Ala Gly Ser Arg lie Ala Asp Gly Leu 
50 55 60 



Pro Val Ala Val Lys His Val Val Lys Glu Arg Val Thr Glu Trp Gly 
65 70 75 80 



Ser Leu Gly Gly Ala Thr Val Pro Leu Glu Val Val Leu Leu Arg Lys 
85 90 95 



Val Gly Ala Ala Gly Gly Ala Arg Gly Val lie Arg Leu Leu Asp Trp 
100 105 110 



Phe Glu Arg Pro Asp Gly Phe Leu Leu Val Leu Glu Arg Pro Glu Pro 
115 120 125 



Ala Gin Asp Leu Phe Asp Phe lie Thr Glu Arg Gly Ala Leu Asp Glu 
130 135 140 



Pro Leu Ala Arg Arg Phe Phe Ala Gin Val Leu Ala Ala Val Arg His 
145 150 155 160 



Cys His Ser Cys Gly Val Val His Arg Asp lie Lys Asp Glu Asn Leu 
165 170 175 



Leu Val Asp Leu Arg Ser Gly Glu Leu Lys Leu lie Asp Phe Gly Ser 
180 185 190 



Gly Ala Leu Leu Lys Asp Thr Val Tyr Thr Asp Phe Asp Gly Thr Arg 
195 200 205 



Val Tyr Ser Pro Pro Glu Trp lie Arg Tyr His Arg Tyr His Gly Arg 
210 215 220 



Ser Ala Thr Val Trp Ser Leu Gly Val Leu Leu Tyr Asp Met Val Cys 
225 230 235 240 



Gly Asp lie Pro Phe Glu Gin Asp Glu Glu lie Leu Arg Gly Arg Leu 
245 250 255 



Leu Phe Arg Arg Arg Val Ser Pro Glu Cys Gin Gin Leu lie Arg Trp 

260 265 270 



Cys Leu Ser Leu Arg Pro Ser Glu Arg Pro Ser Leu Asp Gin lie Ala 
275 280 285 



Ala His Pro Trp Met Leu Gly Ala Asp Gly Gly Ala Pro Glu Ser Cys 
290 295 300 

Asp Leu Arg Leu Cys Thr Leu Asp Pro Asp Asp Val Ala Ser Thr Thr 
305 310 315 320 

Ser Ser Ser Glu Ser Leu 
325 

<210> 2 

<211> 2392 

<212> DNA 

<213> Homo sapiens 



<400> 2 

agcggaccga cgcgacacgc cgtgcgcctc cgcggctgcg ctacgaaaac gagtcccgga 60 

gcggccccgc gcccgccgca cccggccctc gcccacccga agacaggcgc ccagctgccc 12 0 

cgccgtctcc ccagctagcg cccggccgcc gccgcctcgc gggccccggg cggaaggggg 18 0 

cggggtcccg attcgccccg cccccgcgga gggatacgcg gcgccgcggc ccaaaacccc 24 0 

cgggcgaggc ggccggggcg ggtgaggcgc tccgcctgct gctcgtctac gcggtccccg 30 0 

cgggccttcc gggcccactg cgccgcgcgg accgcctcgg gctcggacgg ccggtgtccc 360 

cggcgcgccg ctcgcccgga tcggccgcgg cttcggcgcc tggggctcgg ggctccgggg 42 0 

aggccgtcgc ccgcgatgct gctctccaag ttcggctccc tggcgcacct ctgcgggccc 480 

ggcggcgtgg accacctccc ggtgaagatc ctgcagccag ccaaggcgga caaggagagc 54 0 

ttcgagaagg cgtaccaggt gggcgccgtg ctgggtagcg gcggcttcgg cacggtctac 60 0 

gcgggtagcc gcatcgccga cgggctcccg gtggctgtga agcacgtggt gaaggagcgg 660 

gtgaccgagt ggggcagcct gggcggcgcg accgtgcccc tggaggtggt gctgctgcgc 72 0 

aaggtgggcg cggcgggcgg cgcgcgcggc gtcatccgcc tgctggactg gttcgagcgg 780 

cccgacggct tcctgctggt gctggagcgg cccgagccgg cgcaggacct cttcgacttt 84 0 



atcacggagc gcggcgccct ggacgagccg ctggcgcgcc gcttcttcgc gcaggtgctg 90 0 

gccgccgtgc gccactgcca cagctgcggg gtcgtgcacc gcgacattaa ggacgaaaat 960 

ctgcttgtgg acctgcgctc cggagagctc aagctcatcg acttcggttc gggtgcgctg 102 0 

ctcaaggaca cggtctacac cgacttcgac ggcacccgag tgtacagccc cccggagtgg 108 0 

atccgctacc accgctacca cgggcgctcg gccaccgtgt ggtcgctggg cgtgcttctc 1140 

tacgatatgg tgtgtgggga catccccttc gagcaggacg aggagatcct ccgaggccgc 120 0 

ctgctcttcc ggaggagggt ctctccagag tgccagcagc tgatccggtg gtgcctgtcc 1260 

ctgcggccct cagagcggcc gtcgctggat cagattgcgg cccatccctg gatgctgggg 132 0 

gctgacgggg gcgccccgga gagctgtgac ctgcggctgt gcaccctcga ccctgatgac 138 0 

gtggccagca ccacgtccag cagcgagagc ttgtgaggag ctgcacctga ctgggagcta 144 0 

ggggaccacc tgccttggcc agacctggga cgcccccaga ccctgacttt ttcctgcgtg 150 0 

ggccgtctcc tcctgcggaa gcagtgacct ctgacccctg gtgaccttcg ctttgagtgc 1560 

cttttgaacg ctggtcccgc gggacttggt tttctcaagc tctgtctgtc caaagacgct 162 0 

ccggtcgagg tcccgcctgc cctgggtgga tacttgaacc ccagacgccc ctctgtgctg 1680 

ctgtgtccgg aggcggcctt cccatctgcc tgcccacccg gagctctttc cgccggcgca 1740 

gggtcccaag cccacctccc gccctcagtc ctgcggtgtg cgtctgggca cgtcctgcac 1800 

acacaatgca agtcctggcc tccgcgcccg cccgcccacg cgagccgtac ccgccgccaa 1860 

ctctgttatt tatggtgtga ccccctggag gtgccctcgg cccaccgggg ctatttattg 1920 

tttaatttat ttgttgaggt tatttcctct gagcagtctg cctctcccaa gccccagggg 1980 

acagtgggga ggcaggggag ggggtggctg tggtccaggg accccaggcc ctgattcctg 2 04 0 

tgcctggcgt ctgtcctggc cccgcctgtc agaagatgaa catgtatagt ggctaactta 210 0 

aggggagtgg gtgaccctga cacttccagg cactgtgccc agggtttggg ttttaaatta 2160 

ttgactttgt acagtctgct tgtgggctct gaaagctggg gtggggccag agcctgagcg 222 0 

tttaatttat tcagtacctg tgtttgtgtg aatgcggtgt gtgcaggcat cgcagatggg 2280 

ggttctttca gttcaaaagt gagatgtctg gagatcatat ttttttatac aggtatttca 2340 

attaaaatgt ttttgtacat aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aa 2 392 

<210> 3 
<211> 28 



<212> 
<213> 



DNA 

Artificial sequence 



<220> 

<223> chemically synthesized; Pim-3 

<400> 3 

aagcagtgac ctctgacccc tggtgacc 

<210> 4 

<211> 25 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> chemically synthesized; Pim-3 

<400> 4 

cagcggaacc gctcattgcc aatgg 

<210> 5 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> chemically synthesized; GAPDH 

<400> 5 

accacagtcc atgccatcac 

<210> 6 

<211> 20 

<212> DNA 

<213> Artificial sequence 



sense primer 



28 



antisense primer 



25 



sense prime 



<220> 



<223> chemically synthesized; GAPDH antisense primer 



<400> 



6 



tccaccaccc tgttgctgta 



20 



<210> 7 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> chemically synthesized; Probe used in first screening of hPim-3 

<400> 7 

ctgtgaagca cgtggtgaag 2 0 

<210> 8 
<211> 19 
<212> PRT 

<213> Artificial sequence 

<220> 

<223> chemically synthesized; Epitop used in the production of antibody to hPim-3 polypeptide 
<400> 8 

Cys Gly Pro Gly Gly Val Asp His Leu Pro Val Lys lie Leu Gin Pro 
15 10 15 



Ala Lys Ala 



<210> 



9 



<211> 



21 



<212> 
<213> 



DNA 

Artificial sequence 



<220> 

<223> chemically synthesized; Targeted mRNA 

<400> 9 

gcacgtggtg aaggagcgcg g 21 

<210> 10 

<211> 21 

<212> RNA 

<213> Artificial sequence 
<220> 

<223> chemically synthesized; siRNA in example 9 

<400> 10 

ccgcgcuccu ucaccacgug c 21 

<210> 11 

<211> 19 

<212> RNA 

<213> Artificial sequence 
<220> 

<22 3> chemically synthesized; Random RNA fragment 



<400> 11 

gcgcgcuuug uaggauucg 



19 



